(NTE) -a unique, flexible region of unknown structure (residues 42-217). A pentatricopeptide repeat (PPR; residues 218-368) is adjacent to the NTE (1). Lower.
Crystal structure of the POLRMT elongation complex (2) . (B). TFAM contains two HMGbox domains followed by a short C-terminal tail. HMG-box domains are DNA-binding motifs that interact with the minor groove of DNA and in some cases, result in DNA bending (3, 4) . The bottom part of the figure shows the crystal structure of TFAM bound to the LSP TFAM binding site (4) . (C). An SDS gel demonstrates that the purity of POLRMT, TFB2M and TFAM was 95-99%. The SDS-PAGE Molecular Weight Representative control grid containing LSP DNA, POLRMT, TFB2M, and TFAM
ΔCTE (type B). (C). Representative grid with mitochondrial transcription initiation complex
(POLRMT, TFB2M, TFAM), and LSP DNA (45bp; the same grid is shown in Figure 1A ). the high size variability of particles observed in type A grids precludes unbiased particle picking, and thus no reference free class averages could be produced for them. 
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